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Biosynthesis of plant secondary metabolites4 '

Neuroactive ligand-receptor interaction-
ABC transporters

Biosynthesis of plant hormones-

D-Amino acid metabolism-

Biosynthesis of various other secondary metabolites+
Caffeine metabolism+

Arginine biosynthesis

Taurine and hypotaurine metabolism-
Alanine, aspartate and glutamate metabolism-
Biosynthesis of alkaloids derived from histidine and purine-
Central carbon metabolism in cancer4
Biosynthesis of amino acids+

Histidine metabolism+

Protein digestion and absorption-
Aminoacyl|-tRNA biosynthesis+
Two-component system-

Nucleotide metabolism+

FoxO signaling pathway-

Glyoxylate and dicarboxylate metabolism-
Bacterial chemotaxis4

Huntington disease-

Cysteine and methionine metabolism-
Biosynthesis of alkaloids derived from ornithine, lysine and nicotinic acid-
Arginine and proline metabolism-

Long—-term potentiation-

Spinocerebellar ataxia-

Cocaine addiction-

Nicotine addiction-

Benzoate degradation+

Biosynthesis of various alkaloids+
Glutamatergic synapse-

Circadian entrainment+

GABAergic synapse-

Long-term depression-

Amphetamine addiction+

Alcoholism-

Phospholipase D signaling pathway-

Gap junction-

Synaptic vesicle cycle

Biosynthesis of various antibiotics

Purine metabolism

Amyotrophic lateral sclerosis
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Mercaptopurine Action Pathway

Thioguanine Action Pathway

Azathioprine Action Pathway
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Citrullinemia Type |

Carbamoyl Phosphate Synthetase Deficiency

Argininosuccinic Aciduria

rea Cycle
Ornithine Transcarbamylase Deficiency (OTC Defic‘ier){cy)
Argininemia
Ammonia Recycling
beta—Alanine Metabolism
Aspartate Metabolism
Canavan Disease
Hypoacetylaspartia
GABA-Transaminase Deficiency
Carnosinuria, Carnosinemia
Glutaminolysis and Cancer
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Phenolic acids
Phenylethylamines
Pyrimidine ribonucleosides
Sulfonic acids

Unsaturated FA

Xanthines
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Nicotine addiction
Glutamatergic synapse

3-Ethylmalic Acid
Cocaine addiction
GABAergic synapse

Glyoxylate and dicarboxylate metabolism

Amphetamine addiction
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